The Staphylococcus aureus phage GRCS was isolated from a sewage treatment facility in India and has shown potential for phage therapy in a mouse model of bacteremia. Here, we report the complete genome sequence of this bacteriophage.
neighbors (identity range, 89 to 91%) of GRCS are Staphylococcus phages phi44AHJD, phage 66, phiP68, SAP-2, S13=, and S24-1. Of these phages, the first four are classified by the International Committee on the Taxonomy of Viruses (ICTV) and the National Center for Biotechnology Information (NCBI) taxonomy browser as belonging to the Podoviridae family, Picovirinae subfamily, and Ahjdlikevirus genus. S13= and S24-1 are listed as unclassified members of the Picovirinae subfamily. Thus, GRCS is a member of a small group of closely related S. aureus phages.
Nucleotide sequence accession number. The complete genome of bacteriophage GRCS has been deposited in GenBank under the accession no. KJ210330. The version described in this paper is the first version.
